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SEQUENCE LISTING 

<110> Clark, Mike 

Holtsberg, Frederick Wayne 
Ensor,. Charles Mark 

<120> Methods For Predicting Susceptibility Of Patients To Arginine Deprivation Therapy 
<130> PHOE-0060 
<160> 10 

<170> Patentin version 3.0 

<210> 1 

<211> 1239 

<212> DNA 

<213> Homo sapiens 

<400> 1 



atgtccagca 


aaggctccgt 


ggttctggcc 


tacagtggcg 


gcctggacac 


ctcgtgcatc 


60 


ctcgtgtggc 


tgaaggaaca 


aggctatgac 


gtcattgcct 


atctggccaa 


cattggccag 


120 


aaggaagact 


tcgaggaagc 


caggaagaag 


gcactgaagc 


ttggggccaa 


aaaggtgttc 


180 


attgaggatg 


tcagcaggga 


gtttgtggag 


gagttcatct 


ggccggccat 


ccagtccagc 


240 


\1 gcactgtatg 


aggaccgcta 


cctcctgggc 


acctctcttg 


ccaggccctg 


catcgcccgc 


300 


. .J aaacaagtgg 


aaatcgccca 


gcgggagggg 


gccaagtatg 


tgtcccacgg 


cgccacagga 


360 


t.Tf K 

aaggggaacg 


atcaggtccg 


gtttgagctc 


agctgctact 


cactggcccc 


ccagataaag 


420 


gtcattgctc 


cctggaggat 


gcctgaattc 


tacaaccggt 


tcaagggccg 


caatgacctg 


480 


; atggagtacg 


caaagcaaca 


cgggattccc 


atcccggtca 


ctcccaagaa 


cccgtggagc 


540 


atggatgaga 


acctcatgca 


catcagctac 


gaggctggaa 


tcctggagaa 


ccccaagaac 


600 


3- caagcgcctc 


caggtctcta 


cacgaagacc 


caggacccag 


ccaaagcccc 


caacacccct 


660 


Iz gacattctcg 


agatcgagtt 


caaaaaaggg 


gtccctgtga 


aggtgaccaa 


cgtcaaggat 


720 


'-^^ ggcaccaccc 


accagacctc 


cttggagctc 


ttcatgtacc 


tgaacgaagt 


cgcgggcaag 


780 


catggcgtgg 


gccgtattga 


catcgtggag 


aaccgcttca 


ttggaatgaa 


gtcccgaggt 


840 


atctacgaga 


ccccagcagg 


caccatcctt 


taccatgctc 


atttagacat 


cgaggccttc 


900 


accatggacc 


gggaagtgcg 


caaaatcaaa 


caaggcctgg 


gcttgaaatt 


tgctgagctg 


960 


gtgtataccg 


gtttacggcc 


tagccctgag 


tgtgaatttg 


tccgccactg 


catcgccaag 


1020 


tcccaggagc 


gagtggaagg 


gaaagtgcag 


gtgtccgtcc 


tcaagggcca 


ggtgtacatc 


1080 


ctcggccggg 


agtccccact 


gtctctctac 


aatgaggagc 


tggtgagcat 


gaacgtgcag 


1140 


ggtgattatg 


agccaactga 


tgccaccggg 


ttcatcaaca 


tcaattccct 


caggctgaag 


1200 


gaatatcatc 


gtctccagag 


caaggtcact 


gccaaatag 






1239 



<210> 2 
<211> 1395 
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<212> DNA 

<213> Homo sapiens 

<400> 2 



atggcctcgg 


agagtgggaa 


gctttggggt 


ggccggtttg 


tgggtgcagt 


ggaccccatc 


60 


atggagaagt 


tcaacgcgtc 


cattgcctac 


gaccggcacc 


tttgggaggt 


ggatgttcaa 


120 


ggcagcaaag 


cctacagcag 


gggcctggag 


aaggcagggc 


tcctcaccaa 


ggccgagatg 


180 


gaccagatac 


tccatggcct 


agacaaggtg 


gctgaggagt 


gggcccaggg 


caccttcaaa 


240 


ctgaactcca 


atgatgagga 


catccacaca 


gccaatgagc 


gccgcctgaa 


ggagctcatt 


300 


ggtgcaacgg 


cagggaagct 


gcacacggga 


cggagccgga 


atgaccaggt 


ggtcacagac 


360 


ctcaggctgt 


ggatgcggca 


gacctgctcc 


acgctctcgg 


gcctcctctg 


ggagctcatt 


420 


aggaccatgg 


tggatcgggc 


agaggcggaa 


cgtgatgttc 


tcttcccggg 


gtacacccat 


480 


ttgcagaggg 


cccagcccat 


ccgctggagc 


cactggattc 


tgagccacgc 


cgtggcactg 


540 


acccgagact 


ctgagcggct 


gctggaggtg 


cggaagcgga 


tcaatgtcct 


gcccctgggg 


600 


agtggggcca 


ttgcaggcaa 


tcccctgggt 


gtggaccgag 


agctgctccg 


agcagaactc 


660 


aactttgggg 


ccatcactct 


caacagcatg 


gatgccacta 


gtgagcggga 


ctttgtggcc 


720 


gagttcctgt 


tctggcgttc 


gctgtgcatg 


acccatctca 


gcaggatggc 


cgaggacctc 


780 


atcctctact 


gcaccaagga 


attcagcttc 


gtgcagctct 


cagatgccta 


cagcacggga 


840 


agcagcctga 


tgccccagaa 


gaaaaacccc 


gacagtttgg 


agctgatccg 


gagcaaggct 


900 


gggcgtgtgt 


ttgggcggtg 


tgccgggctc 


ctgatgaccc 


tcaagggact 


tcccagcacc 


960 


tacaacaaag 


acttacagga 


ggacaaggaa 


gctgtgtttg 


aagtgtcaga 


cactatgagt 


1020 


gccgtgctcc 


aggtggccac 


tggcgtcatc 


tctacgctgc 


agattcacca 


agagaacatg 


1080 


ggacaggctc 


tcagccccga 


catgctggcc 


actgaccttg 


cctattacct 


ggtccgcaaa 


1140 


gggatgccat 


tccgccaggc 


ccacgaggcc 


tccgggaaag 


ctgtgttcat 


ggccgagacc 


1200 


aagggggtcg 


ccctcaacca 


gctgtcactg 


caggagctgc 


agaccatcag 


ccccctgttc 


1260 


tcgggcgacg 


tgatctgcgt 


gtgggactac 


gggcacagtg 


tggagcagta 


tggtgccctg 


1320 


ggcggcactg 


cgcgctccag 


cgtcgactgg 


cagatccgcc 


aggtgcgggc 


gctactgcag 


1380 


gcacagcagg 


cctag 










1395 



<210> 3 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 3 

atgtccagca aaggctccgt g 21 
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<210> 4 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 4 

ccgtgttgct ttgcgtactc c 



<210> 5 

<211> 27 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 5 

ctccatatgt ccagcaaagg ctccgtg 



<210> 6 

._<211> 27 

0<212> DNA 

J1<213> Artificial 

Z <220> 

'y<223> Primer 
Jl 

'^^<4 00> 6 

gaggcggccg ctttggcagt gaccttg 



<210> 7 

<211> 412 

«^ <212> PRT 

1J <213> Homo sapiens 

n <400> 7 

"'I Met Ser Ser Lys Gly Ser Val Val Leu Ala Tyr Ser Gly Gly Leu Asp 
X 15 10 15 

Thr Ser Cys lie Leu Val Trp Leu Lys Glu Gin Gly Tyr Asp Val lie 
20 25 30 

Ala Tyr Leu Ala Asn lie Gly Gin Lys Glu Asp Phe Glu Glu Ala Arg 
35 40 45 

Lys Lys Ala Leu Lys Leu Gly Ala Lys Lys Val Phe He Glu Asp Val 
50 55 60 

Ser Arg Glu Phe Val Glu Glu Phe He Trp Pro Ala He Gin Ser Ser 
65 70 75 80 

Ala Leu Tyr Glu Asp Arg Tyr Leu Leu Gly Thr Ser Leu Ala Arg Pro 
85 90 95 

Cys He Ala Arg Lys Gin Val Glu He Ala Gin Arg Glu Gly Ala Lys 
100 105 110 

Tyr Val Ser His Gly Ala Thr Gly Lys Gly Asn Asp Gin Val Arg Phe 
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115 120 125 

Glu Leu Ser Cys Tyr Ser Leu Ala Pro Gin He Lys Val He Ala Pro 
130 135 140 

Trp Arg Met Pro Glu Phe Tyr Asn Arg Phe Lys Gly Arg Asn Asp Leu 
145 150 155 160 

Met Glu Tyr Ala Lys Gin His Gly He Pro He Pro Val Thr Pro Lys 
165 170 175 

Asn Pro Trp Ser Met Asp Glu Asn Leu Met His He Ser Tyr Glu Ala 
180 185 190 

Gly He Leu Glu Asn Pro Lys Asn Gin Ala Pro Pro Gly Leu Tyr Thr 
195 200 205 

Lys Thr Gin Asp Pro Ala Lys Ala Pro Asn Thr Pro Asp He Leu Glu 
210 215 220 

He Glu Phe Lys Lys Gly Val Pro Val Lys Val Thr Asn Val Lys Asp 
225 230 235 240 

Gly Thr Thr His Gin Thr Ser Leu Glu Leu Phe Met Tyr Leu Asn Glu 
245 250 255 

Oval Ala Gly Lys His Gly Val Gly Arg He Asp He Val Glu Asn Arg 
260 265 270 

.'■"^Phe He Gly Met Lys Ser Arg Gly He Tyr Glu Thr Pro Ala Gly Thr 
215 280 285 

U I 

m-Ile Leu Tyr His Ala His Leu Asp He Glu Ala Phe Thr Met Asp Arg 
•"IJ; 290 295 300 

IjJgIu Val Arg Lys He Lys Gin Gly Leu Gly Leu Lys Phe Ala Glu Leu 
7 305 310 315 320 

U Val Tyr Thr Gly Leu Arg Pro Ser Pro Glu Cys Glu Phe Val Arg His 

nj 325 330 335 

1:3 

^1 Cys lie Ala Lys Ser Gin Glu Arg Val Glu Gly Lys Val Gin Val Ser 
340 345 350 

U„ Val Leu Lys Gly Gin Val Tyr He Leu Gly Arg Glu Ser Pro Leu Ser 
355 360 3 55 

Leu Tyr Asn Glu Glu Leu Val Ser Met Asn Val Gin Gly Asp Tyr Glu 
370 375 380 

Pro Thr Asp Ala Thr Gly Phe He Asn He Asn Ser Leu Arg Leu Lys 
385 390 395 400 

Glu Tyr His Arg Leu Gin Ser Lys Val Thr Ala Lys 
405 410 

<210> 8 

<211> 464 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Ala Ser Glu Ser Gly Lys Leu Trp Gly Gly Arg Phe Val Gly Ala 
15 10 15 
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Vai Asp Pro He Met Glu Lys Phe Asn Ala Ser He Ala Tyr Asp Arg 
20 25 30 

His Leu Trp Glu Val Asp Val Gin Gly Ser Lys Ala Tyr Ser Arg Gly 
35 40 45 

Leu Glu Lys Ala Gly Leu Leu Thr Lys Ala Glu Met Asp Gin He Leu 
50 55 60 

His Gly Leu Asp Lys Val Ala Glu Glu Trp Ala Gin Gly Thr Phe Lys 
65 70 75 80 

Leu Asn Ser Asn Asp Glu Asp He His Thr Ala Asn Glu Arg Arg Leu 
85 90 95 

Lys Glu Leu He Gly Ala Thr Ala Gly Lys Leu His Thr Gly Arg Ser 
100 105 110 

Arg Asn Asp Gin Val Val Thr Asp Leu Arg Leu Trp Met Arg Gin Thr 
115 120 125 

Cys Ser Thr Leu Ser Gly Leu Leu Trp Glu Leu He Arg Thr Met Val 
130 135 140 

..;,Asp Arg Ala Glu Ala Glu Arg Asp Val Leu Phe Pro Gly Tyr Thr His 
^^fl45 150 155 160 

HsLeu Gin Arg Ala Gin Pro He Arg Trp Ser His Trp He Leu Ser His 
;J 165 170 175 

fjlAla Val Ala Leu Thr Arg Asp Ser Glu Arg Leu Leu Glu Val Arg Lys 
m 180 185 190 

rihxg He Asn Val Leu Pro Leu Gly Ser Gly Ala He Ala Gly Asn Pro 
W 195 200 205 

r^=^-Leu Gly Val Asp Arg Glu Leu Leu Arg Ala Glu Leu Asn Phe Gly Ala 
^ 210 215 220 

Q He Thr Leu Asn Ser Met Asp Ala Thr Ser Glu Arg Asp Phe Val Ala 
225 230 235 240 

C3 Glu Phe Leu Phe Trp Arg Ser Leu Cys Met Thr His Leu Ser Arg Met 
hk 245 250 255 

Ala Glu Asp Leu He Leu Tyr Cys Thr Lys Glu Phe Ser Phe Val Gin 
260 265 270 

Leu Ser Asp Ala Tyr Ser Thr Gly Ser Ser Leu Met Pro Gin Lys Lys 
275 280 285 

Asn Pro Asp Ser Leu Glu Leu He Arg Ser Lys Ala Gly Arg Val Phe 
290 295 300 

Gly Arg Cys Ala Gly Leu Leu Met Thr Leu Lys Gly Leu Pro Ser Thr 
305 310 315 320 

Tyr Asn Lys Asp Leu Gin Glu Asp Lys Glu Ala Val Phe Glu Val Ser 
325 330 335 

Asp Thr Met Ser Ala Val Leu Gin Val Ala Thr Gly Val He Ser Thr 
340 345 350 

Leu Gin He His Gin Glu Asn Met Gly Gin Ala Leu Ser Pro Asp Met 
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355 360 365 

Leu Ala Thr Asp Leu Ala Tyr Tyr Leu Val Arg Lys Gly Met Pro Phe 
370 375 380 

Arg Gin Ala His Glu Ala Ser Gly Lys Ala Val Phe Met Ala Glu Thr 
385 390 395 400 

Lys Gly Val Ala Leu Asn Gin Leu Ser Leu Gin Glu Leu Gin Thr He 
405 410 415 

Ser Pro Leu Phe Ser Gly Asp Val He Cys Val Trp Asp Tyr Gly His 
420 425 430 

Ser Val Glu Gin Tyr Gly Ala Leu Gly Gly Thr Ala Arg Ser Ser Val 
435 440 445 

Asp Trp Gin He Arg Gin Val Arg Ala Leu Leu Gin Ala Gin Gin Ala 
450 455 460 

<210> 9 

<211> 21 

<212> DNA 

<213> Artificial 

^»:^<220> 

'^;f<223> Primer 

m 

■y<400> 9 
Jatggcctcgg agagtgggaa g 



'p<210> 10 

k<211> 23 

~'^^<212> DNA 

;ij<213> Artificial 

<220> 

^^f<223> Primer 
Is 

:i<400> 10 

tgaccacctg gtcattccgg etc 
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